Figure S 1. Stability of aminoacylation under the conditions of the adapter ligation procedure. Total RNA was separated on a 6.5% acidic polyacrylamide -urea gel, which allows to separate amino acid bound tRNAs and free tRNAs, followed by northern blotting and probing for human mitochondrial tRNA 
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The parameters used for the EST database search are according to (4) . The last 25 nucleotides of each mature tRNA (including the CCA-tail) with additional eight adenosines were used as input sequence for the homology search in the human EST database. The resulting positive ESTs with 100% homology to the last 25 nucleotides of each tRNA with at least one additional 3' A residue were collected and the number of hits found in the EST database for each mitochondrial tRNA is presented in the table. Table S 
